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ENTERE 



3 <:110> APPLICANT: ADLER , JON ELLIOT 

5 <120> TITLE OF INVENTION: T2R TASTE RECEPTORS AND GENES ENCODING SAME 
7 <130> FILE REFERENCE: 078003/0279152/RXT 
9 <140> CURRENT APPLICATION NUMBER: 09/825,882 
10 <141> CURRENT FILING DATE: 2001-04-05 

12 <150> PRIOR APPLICATION NUMBER: 60/195,532 

13 <:lf>l> PRIOR FILING DATE: 2000-04 -07 

15 <150> PRIOR APPLICATION NUMBER: 60/247,014 

16 <151> PRIOR FILING DATE: 2000-11-13 
18 <lb0> NUMBER OF SEQ ID NOS : 31 

20 <170> SOFTWARE : Patentln Ver . 2.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 1002 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <400> SEQUENCE: 1 

28 atgttgactc taactcgcat ccgcactgtg tcctatgaag tcaggagtac atttctgttc 60 

29 atttcagtcc tggagtttgc agtggggttt ctgaccaatg ccttcgtttt cttggtgaat 120 

30 ttttgggatg tagtgaagag gcaggcactg agcaacagtg attgtgtgct gctgtgtctc 180 

31 agcatcagcc ggcttttcct gcatggactg ctgttcctga gtgctatcca gcttacccac 240 

32 ttccagaagt tgagtgaacc actgaaccac agctaccaag ccatcatcat gctatggatg 300 

33 attgcaaacc aagccaacct ctggcttgct gcctgcctca gcctgcttta ctgctccaag 360 

34 ctcatccgtt tctctcacac cttcctgatc tgcttggcaa gctgggtctc caggaagatc 420 

35 tcccagatgc tcctgggtat tattctttgc tcctgcatct gcactgtcct ctgtgtttgg 480 

36 tgctttttta gcagacctca cttcacagtc acaactgtgc tattcatgaa taacaataca 540 

37 aggctcaact ggcagattaa agatctcaat ttattttatt cctttctctt ctgctatctg 600 

38 tggtctgtgc ctcctttcct attgtttctg gtttcttctg ggatgctgac tgtctccctg 660 

39 ggaaggcaca tgaggacaat gaaggtctat accagaaact ctcgtgaccc cagcctggag 720 

40 gcccacatta aagccctcaa gtctcttgtc tcctttttct gcttctttgt gatatcatcc 780 

41 tgtgttgcct tcatctctgt gcccctactg attctgtggc gcgacaaaat aggggtgatg 840 

42 gtttgtgttg ggataatggc agcttgtccc tctgggcatg cagccatcct gatctcaggc 900 

43 aatgccaagt tgaggagagc tgtgatgacc attctgctct gggctcagag cagcctgaag 960 

44 gtaagagccg accacaaggc agattcccgg acactgtgct ga 1002 

47 <210> SEQ ID NO: 2 

48 <211> LENGTH: 333 

49 <212> TYPE: PRT 

50 <213> ORGANISM: Homo sapiens 

52 <400> SEQUENCE: 2 

53 Met Leu Thr Leu Thr Arg lie Arg Thr Val Ser Tyr Glu Val Arg Ser 

54 1 5 10 15 

56 Thr Phe Leu Phe lie Ser Val Leu Glu Phe Ala Val Gly Phe Leu Thr 

57 20 25 30 

59 Asn Ala Phe Val Phe Leu Val Asn Phe Trp Asp Val Val Lys Arg Gin 

60 35 40 45 

62 Ala Leu Ser Asn Ser Asp Cys Val Leu Leu Cys Leu Ser lie Ser Arg 

63 50 55 60 

65 Leu Phe Leu His Gly Leu Leu Phe Leu Ser Ala lie Gin Leu Thr His 
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215 
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Arg 


Thr 


Met 
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Arg 
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Phe 
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99 245 250 255 

101 Val He Ser Ser Cys Val Ala Phe He Ser Val Pro Leu Leu He Leu 

102 260 265 270 

104 Trp Arg Asp Lys He Gly Val Met Val Cys Val Gly He Met Ala Ala 

105 275 280 285 

107 Cys Pro Ser Gly His Ala Ala He Leu He Ser Gly Asn Ala Lys Leu 

108 290 295 300 

110 Arg Arg Ala Val Met Thr He Leu Leu Trp Ala Gin Ser Ser Leu Lys 

111 305 310 315 320 

113 Val Arg Ala Asp His Lys Ala Asp Ser Arg Thr Leu Cys 

114 325 330 

117 <210> SEQ ID NO: 3 

118 <211> LENGTH: 966 

119 <212> TYPE: DNA 

120 <213> ORGANISM: Homo sapiens 

122 <400> SEQUENCE: 3 

123 atgactaaac tctgcgatcc tgcagaaagt gaattgtcgc catttctcat caccttaatt 60 

124 ttagcagttt tacttgetga atacctcatt ggtatcattg caaatggttt catcatggct 120 

125 atacatgeag ctgaatgggt tcaaaataag gcagtttcca caagtggcag gatcctggtt 180 

126 ttcctgagtg tatccagaat agctctccaa agectcatga tgttagaaat taccatcagc 240 

127 tcaacctccc taagttttta ttctgaagac gctgtatatt atgcattcaa aataagtttt 300 

128 atattcttaa atttttgtag cctgtggttt gctgcctggc tcagtttctt ctactttgtg 360 

129 aagattgeca atttctccta cccccttttc ctcaaactga ggtggagaat tactggattg 420 

130 ataccctggc ttctgtggct gtccgtgttt atttccttca gtcacagcat gttctgeate 480 

131 aacatctgea ctgtgtattg taacaattct ttccctatcc actcctccaa ctccactaag 540 

132 aaaacatact tgtctgagat caatgtggtc ggtctggctt ttttctttaa cctggggatt 600 

133 gtgactcctc tgatcatgtt catcctgaca gccaccctgc tgatcctctc tctcaagaga 660 
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134 cacaccctac acatgggaag caatgccaca gggtccaacg accccagcat ggaggctcac 720 

135 atgggggcca tcaaagctat cagctacttt ctcattctct acattttcaa tgcagttgct 780 

136 ctgtttatct aectgtccaa catgtttgac atcaacagtc tgtggaataa tttgtgccag 840 

137 atcatcatgg ctgcctaccc tgccagccac tcaattctac tgattcaaga taaccctggg 900 

138 ctgagaagag cctggaagcg gcttcagctt cgacttcatc tttacccaaa agagtggact 960 

139 ctgtga 966 

142 <210> SEQ ID NO: 4 

143 <211> LENGTH: 321 

144 <212> TYPE: PRT 

145 <213> ORGANISM: Homo sapiens 

147 <400> SEQUENCE: 4 

148 Met Thr Lys Leu Cys Asp Pro Ala Glu Ser Glu Leu Ser Pro Phe Leu 
14 9 1 5 10 15 

151 He Thr Leu He Leu Ala Val Leu Leu Ala Glu Tyr Leu He Gly He 

152 20 25 30 

154 He Ala Asn Gly Phe He Met Ala He His Ala Ala Glu Trp Val Gin 

155 35 40 45 

157 Asn Lys Ala Val Ser Thr Ser Gly Arg He Leu Val Phe Leu Ser Val 

158 50 55 60 

160 Ser Arg He Ala Leu Gin Ser Leu Met Met Leu Glu He Thr He Ser 

161 65 70 75 80 

163 Ser Thr Ser Leu Ser Phe Tyr Ser Glu Asp Ala Val Tyr Tyr Ala Phe 

164 85 90 95 

166 Lys He Ser Phe He Phe Leu Asn Phe Cys Ser Leu Trp Phe Ala Ala 

167 100 105 110 

169 Trp Leu Ser Phe Phe Tyr Phe Val Lys He Ala Asn Phe Ser Tyr Pro 

170 115 120 125 

172 Leu Phe Leu Lys Leu Arg Trp Arg He Thr Gly Leu He Pro Trp Leu 

173 130 135 140 

175 Leu Trp Leu Ser Val Phe He Ser Phe Ser His Ser Met Phe Cys He 

176 145 150 155 160 

178 Asn He Cys Thr Val Tyr Cys Asn Asn Ser Phe Pro He His Ser Ser 

179 165 170 175 

181 Asn Ser Thr Lys Lys Thr Tyr Leu Ser Glu He Asn Val Val Gly Leu 

182 180 185 190 

184 Ala Phe Phe Phe Asn Leu Gly He Val Thr Pro Leu He Met Phe He 

185 195 200 205 

187 Leu Thr Ala Thr Leu Leu He Leu Ser Leu Lys Arg His Thr Leu His 

188 210 215 220 

190 Met Gly Ser Asn Ala Thr Gly Ser Asn Asp Pro Ser Met Glu Ala His 

191 225 230 235 240 

193 Met Gly Ala He Lys Ala He Ser Tyr Phe Leu He Leu Tyr He Phe 

194 245 250 255 

196 Asn Ala Val Ala Leu Phe He Tyr Leu Ser Asn Met Phe Asp He Asn 

197 260 265 270 

199 Ser Leu Trp Asn Asn Leu Cys Gin He He Met Ala Ala Tyr Pro Ala 

200 275 280 285 

202 Ser His Ser He Leu Leu He Gin Asp Asn Pro Gly Leu Arg Arg Ala 

203 290 295 300 
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<210> SEQ ID NO 


: 5 




























213 


<211> LENGTH: 972 




























214 


<;212> TYPE: 


DNA 






























215 


<:213> ORGANISM: 


Homo 


sapiens 




















217 


<400> SEQUENCE: 
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218 


atggcaacgg 


tgaacacaga 


tgccacagat 


aaagacatat 


ccaagttcaa 


ggtcaccttc 


60 


219 


actttggtgg 


tctccggaat 


agagtgcatc 


actggcatcc 


ttgggagtgg 


cttcatcacg 


120 


2 2 0 


gccatctatg 


gggctgagtg 


ggccaggggc 


aaaacactcc 


ccactggtga 


ccgcattatg 


180 
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ttgatgctga 


gcttttccag 


gctcttgcta 


cagatttgga 


tgatgctgga 


gaacattttc 


24 0 




aqtctgctat 


tccgaattgt 


ttataaccaa 


aactcagtgt 


atatcctctt 


caaagtcatc 


3 0 0 


2 2 3 
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tgaaccattc 


caatctctgg 


tttgctgcct 


ggctcaaagt 


cttctattgt 
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caaacttcaa 


tcatcctttg 


ttcttcctga 


tgaagaggaa 
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gctgtcagtg 
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ttcctctgat 


catgttcatc 


ctggcagcca 
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cctctctctc 
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ccctacacat 
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agccaccagc 


tactttctca 


tcctctacat 


tttcaatgca 
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ttctttccac 
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tttgacactt 


acagttcctg 
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tqcaagatca 


tcatggctgc 


ctaccctgcc 


ggccactcag 


tacaactgat 


cttgggcaac 


900 


2 3 3 


cctgggctga 


gaagagcctg 


gaagcggttt 
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307 <210> SEQ ID NO: 7 

308 <211> LENGTH: 930 

309 <212> TYPE: DNA 

310 <213> ORGANISM: Homo sapiens 

312 <400> SEQUENCE : 7 

313 atgataactt ttctacccat cattttttcc agtctggtag tggttacatt tgttattgga 60 

314 aattttgeta atggcttcat agcactggta aattccattg agtggttcaa gagacaaaag 120 

315 atctcctttg ctgaccaaat tctcactgct ctggcggtct ccagagttgg tttgctctgg 180 

316 gtattattat taaactggta ttcaactgtg ttgaatccag cttttaatag tgtagaagta 240 

317 agaactactg cttataatat ctgggcagtg atcaaccatt tcagcaactg gettgetact 300 

318 accctcagca tattttattt gctcaagatt gecaatttet ccaactttat ttttcttcac 360 

319 ttaaagagga gagttaagag tgtcattctg gtgatgttgt tggggccttt gctatttttg 420 

320 gcttgtcatc tttttgtgat aaacatgaat gagattgtgc ggacaaaaga atttgaagga 480 

321 aacatgactt ggaagatcaa attgaagagt gcaatgtact tttcaaatat gactgtaacc 540 

322 atggtagcaa acttagtacc cttcactctg accctactat ettttatget gttaatctgt 600 

323 tctttgtgta aacatctcaa gaagatgcag ctccatggta aaggatctca agatcccagc 660 

324 accaaggtcc acataaaagc tttgeaaact gtgatctcct tcctcttgtt atgtgccatt 720 

325 tactttctgt ccataatgat atcagtttgg agttttggaa gtctggaaaa caaacctgtc 780 

326 ttcatgttct gcaaagctat tagattcagc tatccttcaa tccacccatt catcctgatt 840 

327 tggggaaaca agaagctaaa gcagactttt ctttcagttt tttggcaaat gaggtactgg 900 

328 gtgaaaggag agaagacttc atctccatag 930 

331 <210> SEQ ID NO: 8 

332 <211> LENGTH: 309 

333 <212> TYPE: PRT 

334 <213> ORGANISM: Homo sapiens 
336 <400> SEQUENCE: 8 

3 37 Met He Thr Phe Leu Pro He He Phe Ser Ser Leu Val Val Val Thr 
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